The majority of atpH 5' ends in RNase J-deficient material map to RNA regions with predicted single-stranded character. Segments of the atpI-atpH intergenic sequence flanking (+/-50 nucleotides) each mapped RNase J-dependent atpH 5' extension ( Figure  2B ) were folded by the mfold web server (http://mfold.rna.albany.edu/?q=mfold) with standard parameters at 37°C. Predicted local secondary structures for each atpH 5' end are shown. 
Run-on transcription in WT chloroplasts. 100 or 250 ng of PCR products from the regions labeled in red (A) were fixed to nylon membrane. Primers are in Supplementary Table S1 . Run-on transcription (B) was conducted as previously described (7). The ratios were calculated after quantification using a Storm scanner (GE Healthcare). 
